. Functional annotation of differentially expressed mRNAs. (A) Top 10 upregulated GO terms of all differential mRNAs were listed according to their P-values. (B) Hierarchical cluster analysis of upregulated angiogenesis-associated mRNAs in OIR retinas. log2 values of -2.0 to 2.0, and P<0.05 was used as the cut-off. Rows represent the individual probe set and the columns represent the experimental samples. N1-3 represents samples 1-3 from the control group and O1-3 represents samples 1-3 from the OIR group. GO, Gene Ontology; OIR, oxygen-induced retinopathy.

